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Message from the President 
 
I’m excited to be your President for the 
year ahead.  As a Society we are in a 
strong position to carry forward our 
mission to help the diverse international 
biorepository community.  Our annual 
meeting in Rotterdam was very well 
attended. The breadth and activity of the 

ISBER membership was demonstrated by the record 
number of abstracts and platform presentations that 
spoke to the diversity in biobanking: embracing 
differences, harnessing commonalities.  The annual 
meeting also provides very worthwhile discussions and 
presentations from the Working Groups and the 
membership. The growth of our Society also is a 
testament to the interest, significance, and impact of 
biorepositories. While the growth may be mostly 
represented in human biorepositories let’s not forget the  

 (Continued on page 3) 

Editor’s Corner 
 

Riding the Success Waves of the 
Rotterdam Meeting 
 
As now Past President Peter Riegman 
reports, we experienced a record number 
of attendees,  abstracts submitted, and 
vendors present at the Rotterdam 

meeting.  Well done, Peter and all his assistants, for 
delivering a terrific annual meeting with much enthusiasm 
generated among European biobankers who attended 
and have joined ISBER.  Having to find more space for 
additional vendors than we originally planned for is a 
problem that we should always have!  And the vendors 
appreciate that they have their very best targeted 
audience at ISBER, so that they can present exciting new 
products, get feedback from users or potential customers, 
and of course, check out their competition.  New vendor-
member Edmund Wilson of Titian Software in London 
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Message from the Past President 
 
Today back in the office, I am more or less still 
recovering from the annual meeting in 
Rotterdam. "Recovery?" many of you will ask 
yourselves, but it is in this case indeed the 
proper word to use here. Recovery is always 
needed after any successful big party, and  
certainly when such a party lasts for over a 

week. The meeting was a not only a big success, but also 
attracted good satellite meetings like FIBO, the 
Federation of International Biobanking Organizations and 
the Marble Arch working group.  
 
The ISBER program committee has done a wonderful job 
creating very attractive sessions and inviting the speakers 
to the annual ISBER meeting.  
 
For a meeting outside the US this meeting was an 
absolutely record-breaking event. Record numbers of 
almost 400 attendees, about 140 abstracts (double last 
year's number) and 57 vendors were recorded.  
These numbers almost equal (and some even exceed) 
those numbers of the last ISBER meeting in Portland, 
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2 

 

Editor’s Corner (continued from page 1) 
 
commented that he found the conference very useful, 
exactly what we like to hear. 
 
One comment I got that really made me feel proud came 
from Kathi Shea of SeraCare, who has also been a 
charter ISBER member.  She felt that the whole tone of 
the meeting had shifted to reflect ISBER becoming a truly 
mature organization - less of "What we should do is..." to 
"Here's how we have already implemented Best 
Practices, and how it's working effectively in our 
repository." 
 
New President Scott Jewell makes his column debut in 
this issue, with challenges to the membership for the 
coming year (and next year's meeting in Arlington, 
Virginia, USA in the Washington DC metropolitan area). 
 
We are tightening up our publication schedule to have the 
newsletter on the ISBER website quarterly (January, 
April, July, October).  As always, please contact me if 
you'd like to contribute a feature article (and pictures).  
We're always interested in featuring repositories of all 
types worldwide, innovations in biobanking processes, 
and ISBER members who are making a difference.  Also, 
don't forget our ISBER Members Changing Places, in 
which we feature ISBER members who have made 
significant contributions to the organization, and have 
recently changed career gears, so to speak. 
 
In this issue, we feature two repository programs that 
have undertaken the challenges of specimen 
management in large collections with creative  
technology - Enjoy! 
 

 Elaine Gunter 
Specimen Solutions, LLC 

ISBER News Editor 
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Message from the Past President (continued from page 1) 
 
Oregon. In addition, it will be the first meeting ever 
outside the US that ends in the financial black  (as 
opposed to "being in the red"). We have also seen the 
membership grow, and ISBER now has the honor to 
represent 30 countries in its membership. 
 
Luckily, Eyjafjallajökull, the volcano in Iceland that 
disrupted many flights in Europe, was not active enough 
just before the start of the meeting and when the meeting 
ended to be disruptive. However, there were a few people 
from the Marble Arch satellite meeting who had some 
trouble reaching England and Ireland on Sunday evening 
(reroutes and delays). 
 
Hosting all of you was absolutely my pleasure. One of the 
nicest things I enjoyed is that everybody seemed to have 
a good time in the city of Rotterdam, and many attendees 
also took the opportunity to enjoy other parts of the 
Netherlands as well. For me, the meeting also meant that 
every day I had the pleasure to present, chair, or discuss 
something. Almost every evening I was "abducted' to a 
restaurant, or café (or in turn, I managed to abduct groups 
of people).  
 
As you can imagine, this success clearly shows that six 
years is really just too long a time gap between ISBER 
meetings in Europe. Therefore, we need to organize more 
European ISBER activities, perhaps also in cooperation 
with BBMRI as was briefly discussed with Kurt Zatloukal, 
the coordinator of BBMRI. 
 
The theme of the meeting could not have been better: 
Diversity in Biobanking: Embracing Differences, 
Harnessing Commonalities. The meeting clearly showed 

the diversity of biobanks 
that are out there, as well 
as proving that there is no 
"one size fits all" model for 
achieving harmonization 
and standardization.  
 

Although these matters seem pretty clear on the surface - 
certainly after the annual ISBER meeting - daily practice 
unfortunately still shows that many colleagues seem 
unaware of these facts, and lack empathy for situations 
other than their own. Hence, I would very much like to 
share some examples with you: 
 

This lack of understanding and empathy leads to 
situations where biobanks integrated in the diagnostic and 

curative pathways are asked to have complete open 
access. At first, that sounds like the best approach, but 
we completely forget that the institute often has invested 
the resources for creating the collection, and clinicians 
and researchers involved in translational research of 
course have expectations about using the banked 
materials for their own research projects. This means the 
stakeholders need to be involved in the decision about 
giving out samples to a research project, and in 
determining how the samples can be issued  
(co-operation, co-publication, and/or reimbursement of 
costs). If stakeholders are ignored in this critical decision-
making process, it would not be surprising that they would 
not smoothly cooperate in future efforts to build up the 
biobank collections. 
 
Another classical example is that, in light of the need for 
transparency in building public trust, it is argued that the  
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Message from the Past President (continued from page 1) 
 
results of experiments must be communicated back to the 
donors. This practice can actually be very dangerous to  
do in medical research since decisions made that affect  
clinical decisions must be performed with special rigor 
and must be validated.  In the United States, for example, 
only CLIA-certifed laboratories can report any results that 
affect clinical decision-making.  Most research 
laboratories are not CLIA-certified. Inappropriate reporting 
of results may raise false hope or false disappointment for 
the future for the donor, which might be beyond repair. 
Moreover, such forms of two-way communication can 
drain biobank resources very quickly and would make 
experiments based on hospital integrated collections 
much more expensive. The latter case would result in 
fewer experiments that could be done for health care 
innovation. 
 
Leftover or residual samples do NOT always need 
(signed) informed consent. This requirement strongly 
depends on the country of origin and local laws. For 
example, in some cases regulations do not require signed 
consent for anonymous or anonymized samples and the 
local institutional review board can approve exemptions. It 
is therefore best to respect the laws and regulations of the 
country of origin, taking into account that requiring signed 
informed consent for use of residual material may not be 
the best solution for in all cases. Thus, research simply 
can be done when the samples are collected according to 
the local rules and regulations. Also, having to acquire 
this particular signed informed consent drains resources 
very quickly, and should be asked for only when it is 
necessary. 
 
Leaving you with a few of these typical examples 
(forming, of course, food for thought), the ISBER Program 
Committee is already working on the 2011 annual 
meeting at Arlington, Virginia (in the Washington, DC 
metropolitan area). I hope the Washington meeting will be 
as exciting as Rotterdam's was! 
 

Peter H.J. Riegman, PhD 
Erasmus MC Tissue Bank  

ISBER Past President 
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Message from the President (continued from page 1) 
 
extensive and valuable environmental repositories, of 
which the perceived and real value escalate significantly 
when disasters such as the BP oil spill invade our 
environment. 
 
The ISBER listserv continues to be a heavily used tool to 
query for answers to questions from the membership, 
often in real time. The surveys and tools such as SPREC 
from the Biospecimen Science Working Group are 
providing feedback to the ISBER Working Groups and to 
users, respectively. We hope you continue to take part in 
these activities and as always we welcome your 
feedback. 
 
We will be striving in the year to come to produce and 
improve our Society’s interaction through additional 
ISBER tools. We hope to see more evidence-based data 
on the management of biospecimens and discussions on 
critical issues for biorepositories, and to see these 
publications represented in the ISBER’s official journal 
Biopreservation and Biobanking. Save the date for the 
ISBER 2011 Annual Meeting and Exhibits, Hyatt Regency 
Crystal City, Arlington, VA, (Washington, DC area), May 
15-18, 2011. 
 
ISBER is truly a community of volunteers who provide 
their time to move forward the work that is near and dear 
to the hearts and minds of its membership.  We are also 
very thankful and appreciative of the companies that 
manufacturer and or provide the products needed in our 
work.  They also volunteer by contributing to the Society 
with leadership and valuable input. On behalf of the 
ISBER leadership  and for all of those on Council, I want 
to thank you for the opportunity to serve this Society.  
 
The success of the Annual Meeting is due not only to the 
Program Committee putting together the attractive 
program, but also because so many people in ISBER 
share this huge effort in a positive atmosphere. 
 

Scott D. Jewell, PhD 
Van Andel Research Institute 

ISBER President 

SAVE THE DATE... 
 

ISBER 2011 
Annual Meeting & Exhibits 

May 15-18, 2011 
 

Hyatt Regency Crystal City 
       Arlington, VA, USA (Washington DC area) 
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UCLA’s Translational Pathology Core Lab 
(TPCL) at the Forefront of Research 
Biobanking 
 
The discovery and application of biomarkers play a major 
role in diagnostic medicine and improved drug 
development by providing key indicators of a diagnosis, 
an individual’s disease status and a compound’s activity, 
efficacy or toxicity. Successful implementation of 
biomarkers in diagnostic medicine and drug development 
can increase accuracy and decrease development 

timelines by allowing earlier go/no-go decisions to be 
made and hence collectively they improve the success of 
drugs in clinical trials by rationally designing the clinical 
trials.  
 
One of the largest hurdles in biomarker development 
process is collecting enough high quality samples with 
accompanying clinical information for robust clinical 
context confirmation of a diagnosis and the design of 
clinical trials. As this field requires, often pathologists 
engage in patient care as consultants and innovators for 
biochemical, molecular, and cell biology tests that guide 
diagnostic and treatment choices. 
Through this role, UCLA’s Dr. Sarah 
Dry, the Director of Translational 
Pathology Core Lab (TPCL), Figure 
1, right, has set the blazing path to 
make UCLA’s Department of 
Pathology and Laboratory Medicine 
the innovative and the pioneer of the 
biobanking field by institutionalizing 
its biobanking through establishing a virtual network of 
UCLA individual banks. This virtual network brings all 
biobanking IT infrastructure under one umbrella that has 
proven to be cost effective, yet allows for complete 
independence of each bank and confidentiality of each 
bank’s data. Furthermore, each bank at UCLA can 
choose to co-lead a project within its bank with any other 
bank at UCLA or outside UCLA. This cost-effective 
flexibility, built on top of the innovative interfaces UCLA 
has built and continues to build between UCLA’s 
biobanking software and other clinical databases, has 
brought attention from the biotechnology and 
pharmaceutical companies to request samples from this 
institution, placing UCLA in an influential position for 
collaboration with other academic medical centers, cancer 
research centers and the healthcare industry.   
 
Each month at the UCLA Department of Pathology, 
approximately 500,000 samples, including 10,000 biopsy 
and cytology cases, are analyzed to guide the care of 
patients in the UCLA Health System, and through its 
referral network regionally and nationally. Not every 
sample is banked currently, but they can be when the 
need arises. A major mission of the Department is to 
provide a full range of state of the art diagnostic services 
in the support of patient care for UCLA Health Services 
and the broader community.  
 
Under the leadership of Jonathan Braun, MD, PhD, Chair 
of Department of Pathology and Laboratory Medicine, the 
Department is a center for internationally-recognized 
clinical scholars in many areas of disease. Dr. Dry’s TPCL 
procures and maintains a biorepository of snap frozen 
and paraffin embedded tissues, provides fresh tissues for 
research, and facilitates access to Department of 
Pathology archived tissue samples.  

 
(Continued on page 6) 

2010-2011 ISBER Council 
 

Scott D. Jewell, PhD,  Van Andel Research Institute, 

Grand Rapids, MI, USA, President 

Peter H.J. Riegman, PhD, Erasmus MC Tissue Bank, 

Rotterdam, The Netherlands, Past President 

Cheryl Michels, Dataworks Development, Inc., 

Mountlake Terrace, WA, USA, Secretary-Treasurer 

 

Councilors: 

Fay Betsou, PhD, Integrated BioBank of Luxembourg 

(IBBL), Luxembourg 

Chon Boon Eng, PhD, National University of 

Singapore, Singapore 

Marianne K. Henderson, MS, NCI, Bethesda, MD, 

USA 

Lisa Miranda, Biobusiness Consulting, Inc./Trans-Hit 

Biomarkers Inc., Lowell, MA, USA 

Rebecca Pugh, MS, NIST, Charleston, SC, USA 

Andy Zaayenga, HighRes Biosolutions, Martinsville, 

NY, USA 

 

Ex Officio: 

Roger L. Aamodt, PhD, Aamodt Enterprises, 

Gaithersburg, MD, USA, Strategic Planning Comm. 

Chair 

Robert Hewitt, MBBS PhD, Hewitt Biobank 

Consultancy, Aix-en-Provence, France, Publications 

Comm. Chair 

Katherine C. Sexton, MBA, University of Alabama, 

Birmingham, AL, USA, Education and Training Comm. 

Chair 

Peter Watson, MB B.Chir FRCPC, BC Cancer 

Agency, Victoria, BC, Canada, Program Comm. Chair 

Mark E. Sobel, MD, PhD, ASIP, Bethesda, MD, USA, 

Executive Officer 
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resources by providing a single point-of-access with a 
central underlying infrastructure.   
  
Providing infrastructure to facilitate access to its scientific 
resources is part of the NHLBI Strategic Plan. The Plan is 
structured around three goals: “form to function,” “function 
to cause,” and “causes to cures.”  Two key strategies to 
accomplish these goals are to develop and facilitate 
access to scientific research resources and to increase 
the return from NHLBI population-based and outcomes 
research (http://www.nhlbi.nih.gov/about/strategicplan/). 
The implementation of these strategies resulted in the 
establishment of a Biologic Specimen and Data 
Repository Information Coordinating Center (BioLINCC) 
to coordinate and facilitate access to both Biorepository 
and Data Repository resources.  The BioLINCC contract 
was awarded to Information Management Services, Silver 
Spring, Maryland in September 2008 (Contract 
HHSN268200800012C). 
 
BioLINCC is charged with: 1) providing a secure data 
storage environment for the NHLBI research study data 
sets; 2) establishing links between study data sets and 
the biospecimen inventory system; and 3)  developing a 
flexible web-based communication and data management 
platform to facilitate access to these valuable scientific 
resources.  Over the course of the first program year, 
data sets and documentation from more than 80 studies 
were transferred from NHLBI for BioLINCC review and 
processing.  Access to the biorepository electronic 
inventory system (BSI-II) and data record linkage files 
was established, enabling the successful cross-link 
identification of more than 4.2 million biospecimens, 
representing more than 1.1 million study participants, with 
their research data.   

 
The BioLINCC website (https://biolincc.nhlbi.nih.gov/) was 
launched for public access on October 1, 2009.  The site 
provides all visitors with the ability to view information on 
the current data and biospecimen collections, including 
study summaries, contact information, study protocols, 
forms and documentation, real-time study specimen 
counts by material type, and more.  By becoming 
registered users, researchers may also ask BioLINCC 
staff to help them with the identification of data and/or 
biospecimens.  Investigators may submit requests to 
access data or biospecimens online, using an electronic 
document submission process.  Approved recipients of 
study or teaching datasets are granted access to those 
datasets and documentation for immediate download.  
Within the first three months of activation, the site has 
been accessed more than 25,000 times and had in 
excess of 150 registered users.  Website traffic is 
expected to increase substantially in the next year as 
efforts to advertise this shared resource are intensified.  
 
Biospecimens and data sets are provided at no cost to 
  

(Continued on page 7) 

BioLINCC: Facilitating Web Access to 
NHLBI Data and Biospecimen Repositories 

 
 
 
 

The National Heart, Lung, and Blood Institute (NHLBI), 
one of the 27 institutes and centers at the National 
Institutes of Health, supports basic, translational and 
clinical research, in heart, lung, and blood diseases and 
blood resources.  
 
Through these research efforts including extensive 
studies to improve the safety of the Nation’s blood supply, 
the NHLBI has accumulated millions of blood, sera, 
tissue, and other biological specimens that are held in 
custodianship at the NHLBI Biologic Specimen Repository 
(Biorepository), currently housed at SeraCare Life 
Sciences in Maryland (Contract N01-HB-87144). The 
contract has been managed by the NHLBI Division of 
Blood Diseases and Resources (DBDR), Transfusion 
Medicine and Cellular Therapeutics Branch since 1975. 
The Biorepository currently includes over 4.6 million 
biospecimens from 48 research programs representing 73 
unique protocols conducted in the fields of heart disease, 
lung diseases, and blood diseases and resources.  
 
Since the Biorepository’s establishment in 1975, several 
large plasma, serum, and whole blood biospecimen 
collections were acquired from NHLBI funded 
epidemiologic studies in transfusion medicine.   These 
collections have provided many seminal contributions to 
transfusion safety, such as establishing the viral origin of 
some transfusion-transmitted diseases and contributing to 
the development of new blood safety assays (Busch and 
Glynn, JID 2009:199;1564-1566). In more recent years,  
collections of biospecimens from several clinical studies 
in heart, lung and blood diseases were added to the 
Biorepository.   
 
In addition to the Biorepository, NHLBI maintains a rich 
Data Repository comprised of databases and 
documentation from over 75 clinical studies.  Many of 
these studies have biospecimens stored in the 
Biorepository.  The Data Repository has been managed 
by staff in the Division of Cardiovascular Sciences, 
Prevention and Population Sciences Program (DCS/
PPSP). 
 
The mutual goal of both the Biorepository and Data 
Repository programs is to foster further research by 
making these important resources available to qualified 
investigators.  Rapid advances in genomic, proteomic, 
and other technologies now enable researchers to 
explore diseases at the molecular level to an extent that 
was not possible even five years ago.  With these new 
possibilities comes an even greater need to enhance and 
facilitate the sharing of biospecimen and data research 
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interfacing external clinical databases to accomplish the 
collaborative goal that is focused on an integrated system 
to annotate specimens for more productive research. For 
this purpose, BTM is being used by the UCLA 
Translational Pathology Core Lab (TPCL) to catalog all 
biomaterials that it collects and processes on behalf of 
researchers at UCLA. Typically, investigators develop and 
maintain supporting data in dispersed clinical databases.  
These databases are external to BTM. UCLA and 
Daedalus have defined an XML schema and a pathway 
for moving data from BTM to caTissue Suite that allows 
the researchers to merge data from several sources with 
BTM as the connector to import relevant information into 
caTissue Suite. caTissue Suite is then utilized to leverage 
data sharing and discovery capabilities of the federated 
architecture of the caGRID. This strategy has the 
advantage of being general and applicable to many 
situations including UCLA’s collaborative work with the 
NCI Prostate SPORE sites.  

Figure 4. TPCL’s Garrett Gerney using BTMTM to track and 
manage samples for UCLA’s Biobanking operation 
 
To increase the research value of its biosamples, 
additional annotation comes from pathology reports. Rich 
histopathologic annotation enhances the value of tissue 
biorepository samples. Until recently, there was no 
automated, accurate annotation process to bring rich 
histopathologic annotation to the samples. Dr. Dry’s 
innovative idea with Daedalus implementation has made 
this possible. UCLA and Daedalus developed an 
automated procedure that extracts data from 
standardized sections of the finalized pathology report 
(PowerPath) and downloads the information to UCLA’s 
biorepository database (BTMTM, Daedalus Software Inc.). 
 
Customized synoptic reports (SynR), based on College of 
American Pathologists recommendations, were 
developed for each gastrointestinal (GI) system organ. 
SynRs are imported into the microscopic description  
section. Standardized language includes tumor types, 
grades and staging information. Non-productive text is  
 

(Continued on page 7) 

UCLA (continued from page 4) 
 
Specific requirements of investigators (e.g., placement in 
particular media or sterile procurement) typically can be 
met, but require approval of TPCL’s Director. In many 
cases, malignant and matched normal tissue samples are 
available. The TPCL provides slides (stained and 
unstained) from the Shared Resource paraffin blocks, at a 
fraction of the cost of purchasing the whole paraffin 
sample. Certain requests require approval of the TPCL 
Tissue Advisory Board. Turnaround time for distribution of 
snap frozen/paraffin samples from the TPCL biorepository 
is 1-2 days.   
 
Pathologic diagnosis is confirmed on all frozen and 
paraffin-embedded samples prior to release by one of 
four staff Board Certified pathologists (Drs. Dawson, 
Sullivan, Dry and Said). Depending on IRB approval, it 
may be possible to provide investigators with additional 
pathology information (e.g., node or margin status) from 
the original tumor. The TPCL regularly monitors the RNA 
quality of its samples, which, overall, is excellent. Results 
indicate that RNA from TPCL tissues is of more than 
sufficient quantity and quality for microarray analysis. 

Figure 2. Immunohistochemistry for accurate counting of 
positively stained cells (in this case, Ki-67 positive cells in a 
case of lymphoma) 

 
 
 
Figure 3. 
Prostate 
sample 
double 
stained 
for E-
cadherin 
and Cox2 
 
 
 

At UCLA, a commercial system for managing and tracking 
biospecimens is deployed— Daedalus Software, Inc.’s 
Biomaterials Tracking and Management Application       
(BTMTM-Research). Together, UCLA and Daedalus 
Software have developed a general strategy for 
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ISBER CORPORATE SPONSORSHIPS 
 

Enhance your corporate image!   
Gain competitive advantages! 

 

• ISBER connects the biomedical research, 
informatics, and repository science community  

with the biotech and pharmaceutical industries 
through mutually beneficial partnerships.  

      

• ISBER organizational members are invited to 
participate as Corporate Partners.  

 

• Corporate Partnerships are designed to provide 
our member organizations additional high-visibility 
opportunities to highlight their company, products 

and services at the Annual Meeting and on the 
ISBER website, providing unparalleled 

opportunities to connect with professionals in the 
specimen collection and storage industry in 

domestic and international markets.  
 

• Corporate Partnerships are renewable each year 
and support the educational initiatives of the 

Society through unrestricted educational  
grants at three levels of support: 

 

(New Rates Effective as of January 1, 2010) 
Platinum Partnership, $15,000/year 

Gold Partnership, $8,000/year 
Silver Partnership, $4,000/year  

 

See www.isber.org/cp.html  
for details on benefits! 
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BioLINCC (continued from page 5) 
 
approved funded investigators, other than costs incurred 
for shipping biospecimens and for special biospecimen 
processing requirements.  Investigators can search and  
apply for biospecimens and data sets online through the 
BioLINCC web site at https://biolincc.nhlbi.nih.gov/.   
 
Information on the number and type of biospecimens 
available and information on any restrictions specified by 
the study informed consent is available in the study 
description posted on the web site.  BioLINCC staff 
review each request to ensure that the proposed research 
is within the scope of the study collection’s informed 
consent and provide assistance to the investigator 
throughout the search and application process. BioLINCC 
staff also manages the review of the requests by the 
external Repository Allocation Committee.  The 
Committee reviews the research protocol for feasibility, 
scientific value, availability of funding and compliance with 
the informed consent.   

Kathi Shea 
SeraCare BioServices 

 

Elizabeth Wagner 
NHLBI  

UCLA (continued from page 6)  
 
deleted. Free text is limited to one field. The microscopic 
section text is imported from PowerPath into BTM. Then, 
synoptic report text is extracted, parsed and converted 
into specimen annotations. These annotations are 
entered into the Lucene text search engine as indices 
pointing to the surgical pathology case number. Each of 
these annotations can be used to search for samples 
from the relevant surgical pathology case. So, what has 
been the result? GI SynRs, introduced in 2007, are used 
routinely by all UCLA GI pathologists. UCLA Pathology 
department permits personalized language in the final 
diagnosis section as SynR in the microscopic description 
section ensures standardized language. Oncologists and 
surgeons enthusiastically accepted SynR. Using 
pancreas as the test case, histopathologic data was 
imported successfully from the final PowerPath report into 
BTM and correctly associated with tissue samples. 
Samples with detailed histopathologic criteria are 
retrieved easily; for example, mixed acinar-endocrine + 
uncinate process + pT2. Complex searches using both 
SynR and other data fields elsewhere in BTM (i.e., patient 
sex, specific research project subjects, etc) also are 
possible. Such systematic annotation greatly facilitates 
biorepository searches and eliminates known problems 
with free text searching. SynR are customizable by organ. 
GI pathologists and clinicians have accepted the SynR. 
Expansion to additional organ systems is being 
undertaken.  
 
UCLA plans to continue interconnecting other relevant 
clinical information from various data sources including 
clinical chemistry and electronic medical records, 
amongst others, to merge with sample records to further 
enhance the research value of these banked samples. 
Rich annotated samples are like hidden treasures with the 
key to solving diagnostic and drug development secrets. 
At all stages, keen attention to HIPAA compliance and 
electronic record-keeping regulation is the backbone of 
UCLA biobanking structure. 

 
Figure 5. TPCSl’s Delia processing samples 
prior to placing them in storage units 
configured in BTM for future distribution. 
 
 

Azita Sharif 
Daedalus Software, Inc. 

 
 

Figure 4 and 5 Photos supplied by  
Dr. Clara Magyar, TPCL @ UCLA 

All other figures courtesy  
of UCLA’s Department of Pathology website 
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www.biobankingjobs.org 

 
For job seekers  
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assess the impact of anticipated or known preanalytical 
variations on the analytical results obtained from the 
samples. During the “preclinical exploratory” phase of a 
biomarker(s) screening study, we may want to identify 
and exclude biomarkers which are susceptible to the 
preanalytical variations which have been or will be 
inflicted on the study samples. 
 
During the “clinical assay validation” phase, we may want 
to confirm the robustness of a target biomarker (or 
surrogate biomarkers) and allow selection or optimal 
design of the sample collection and processing protocols 
involved with “retrospective longitudinal” or “prospective 
screening” phases, respectively. 
 
Validation of clinically relevant biomarkers should take 
into account the potential impact of preanalytical 
variations on each specific biomarker. This validation 
process is the focus of Biospecimen Research. Because 
a comprehensive study of all of the possible combinations 
of each type of preanalytical factors would require huge 
numbers and volumes of samples, one single research 
group cannot perform all of the necessary testing. 
Establishment of a standard experimental design will thus 
allow scientific collaborations and comparisons of results, 
with each individual laboratory performing tests on parts 
of the variation factors and available options. 
 
These standard protocols also include the statistical tools 
for analysis of the results, depending on whether we are 
dealing with normal distributions and whether Coefficients 
of Variation are the same between the baseline values 
and the values resulting from preanalytical variations. 
One of the benefits of biospecimen research based on 
standardized options include the possibility of elaboration 
of standard nomenclature of sample collection/ 
processing/storage procedures for biorepositories, with 
common codes corresponding to the different levels of 
variation factors. 

(Continued on page 9) 

ISBER Biospecimen Science Working 
Group 

 
The ISBER Biospecimen Science Working Group was 
created in 2007 to assist in (a) the selection of 
biospecimen quality assurance schemes, and (b) 
identification of biospecimen-handling critical points, and 
their adaptation to downstream analysis formats.  
 
Our first deliverable was a biospecimen research 
literature compilation. The reason why we felt this was 
important is because a lot of data have already been 
published but are not always easy to find, because of the 
extreme variety of journals and other publication venues 
and because interesting results are often not considered 
as the main scientific findings, but only as secondary 
findings and thus are not easily searchable by key words.  
Last year we gathered 385 references; this year we 
added roughly 300 more references. Today there are 207 
environmental (non-human) biospecimen science 
references (tremendous contribution from Erica Benson 
and Keith Harding), 186 human biospecimen science 
references published in a research background, and 287 
human biospecimen science references published in a 
clinical background. 
 
Studies in a clinical background include “old” papers 
(published before 1990), normative documents, general 
guidelines, system-specific, a majority of analyte-specific 
publications, and proceedings from meetings. Studies in a 
research background include papers on proteomics, gene 
expression, genomics, morphology and some functional 
assays. All these are posted on the ISBER website (http://
www.isber.org/wg/BS-WG-LitComp.html) and forwarded 
to OBBR who then submit them to a high quality curation 
process in the context of the OBBR database. 
 
Our second deliverable was development of a document 
on logistics and sample transport because logistics is 
typically out of the direct repository control and may have 
very severe impacts on the sample’s quality. This 
document was spearheaded by Barbara Glazer, contains 
an overview, recommendations and a validation protocol, 
and is also on the ISBER website. 
 
Our third deliverable was to develop a standard 
biospecimen research experimental protocol (Cancer 
Epidemiol Biomarkers Prevention 2009;18:1017-1025). 
This seemed important because as we look through the 
biospecimen research published papers, we realize that 
the extreme variability in experimental designs makes 
comparison of results very difficult, if not impossible.  
Therefore, we developed an experimental protocol with 
standardized options to evaluate the most relevant and 
generally encountered preanalytical variation factors for 
different types of samples. This protocol can be applied 
either during the preclinical exploratory phase or during 
the clinical assay validation phase, when we want to 
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WHAT ARE ISBER  
WORKING GROUPS? 

 

ISBER Working Groups are organized around 
timely, challenging issues relating to biobanking 

and are composed of ISBER members with 
expertise and experience in the subject areas 

and who are committed to producing outcomes 
to the discipline of biobanking.  

 
The goal of these Working Groups is to identify 
and tackle important, unresolved issues related 

to specimen banking that could benefit from 
broader discussion,  with the ultimate goal of 

creating white papers or other publications that 
would discuss the issues and propose 

strategies for addressing them. 
 

• Automated Repositories 
• Biorepository Funding and 

Promotion 
• Biospecimen Science 
• Clinical Biobanking 
• Environmental Biospecimens 
• Informatics 
• Informed Consent Procedures 

for the Collection of 
Biospecimens 

• Pharma-Academia 
• Rights to and Control of 

Human Tissue Samples 
 

www.isber.org/wg/workinggroups.html 

Biospecimen Science Working Group (continued from 
page 8) 
 
And indeed, our more recent action was development of a 
standard nomenclature that reflects the different 
preanalytical variations; that’s why we call it SPREC, 
Standard Preanalytical Code (Cancer Epidemiol 
Biomarkers Prevention 2010;19:1004-11). A Sample 
PREanalytical Code (SPREC), like a “specimen barcode”, 
(or a “preanalytical barcode”) provides details about 
preanalytical sample processing. Use of the SPREC can 
help researchers and biobankers identify and 
communicate the most important preanalytical variables 
associated with each specimen. This is a 7-element long 
code, each element corresponding to a critical 
preanalytical variable. The SPREC is very easy to 
implement, even for Biobanks with limited resources since 
it can be hand-written or incorporated into a linear or two-
dimensional barcode. The SPREC is completely flexible; 
because it can be updated, more elements or more 
options in a specific element can be added.  
 
The SPREC is to be used to report detailed specimen 
characteristics in a standardized manner. It can be 
applied to different types of primary samples and their 
simple derivatives.  Primary samples are defined as 
specimens directly collected from the donor (e.g. whole 
blood, urine, solid tissue). Simple derivatives are defined 
as the samples prepared through a simple physical 
laboratory manipulation (e.g. after centrifugation of 
collection tubes or mechanical disruption of tissues) 
without the addition of chemical substances by the 
laboratory technician (acidification, digestion, 
precipitation, chemical deproteinisation…), and without 
cell disruption or cell selection as part of a multi-step 
process.  
 
We anticipate that implementation of the SPREC will have 
many advantages. It can be incorporated in existing 
databases and quality management systems as part of 
the sample identification procedures. The code can be 
linked to all aliquots of the corresponding sample and it 
will allow immediate assessment of each preanalytical 
step. The SPREC can consolidate biomarker identification 
research, simply because you can immediately see if 
samples from different sources are comparable from a 
preanalytical point of view or not. The SPREC can also be 
used in laboratory CLIA or ISO15189 accreditation 
processes linked to method validation issues.  Finally, the 
SPREC can complement existing reporting 
recommendations, such as the STARD (Standards for 
reporting of diagnostic accuracy) www.consort-
statement.org/initiatives/newstand.htm ; the STROBE 
(Strengthening the Reporting of Observational Studies in 
Epidemiology) www.strobe-statement.org/index.html ; the 
REMARK (reporting recommendations for tumor marker 
prognostic studies) ; the BRISQ (Biospecimen Reporting 
for Improved Study Quality, submitted). 
 

International Society for Biological and Environmental Repositories Volume 10, Number 2, July 2010 

For all these reasons, we believe that the application of a 
preanalytical sample code will facilitate a more effective 
inter-laboratory specimen utilization by scientists from 
different Biobanks supplying samples for common 
research and validation exercises and that it will also 
allow more effective reporting of research studies. 
 
Several ISBER members will now be implementing and 
pilot testing the SPREC. The IRCC San Raffaele, TGen 
and IBBL are integrating it into their biobank Information 
Management Systems, while Erica Benson and Keith 
Harding are working on development of a SPREC 
concept for environmental samples, and the Working 
Group happily continues with new ideas and activities… 
 

 Fay Betsou, PhD 
Integrated BioBank of Luxembourg (IBBL) 

ISBER Councilor 
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Apply for ISBER  
Membership Today! 

 

www.isber.org/membership.html 
 

Membership Benefits Include: 
 

• Members-only access to the ISBER listserv  
 

• Members-only access to the ISBER online 
searchable member directory 

 

• Discounted meeting registration for ISBER  
meetings and the ASIP Annual Meeting  

 

• Members-only access to the Self 
Assessment Tool for Best Practices 

 

• Free access to Biopreservation and 
Biobanking (BIO) online, the official journal 
of ISBER – members may upgrade to a 
print subscription for a discounted 
subscription rate. 

 

• Discounted subscription rates for ASIP 
Journals -The American Journal of 
Pathology and The Journal of Molecular 
Diagnostics. 

International Society for Biological and Environmental Repositories Volume 10, Number 2, July 2010 

ISBER Self-Assessment Tool (SAT) 
 

The ISBER Education & Training Committee has 
created a Self-Assessment Tool (SAT) to assist 

repository operators in determining how well their 
repository follows the  

ISBER Best Practices for Repositories.  
 

The assessment is confidential and aimed at 
helping specimen collection centers strengthen 
their practices through the identification of areas  

in need of improvement. 
 

www.isber.org/sat.html 

ISBER Updates 
 
ISBER is celebrating the success of its 11th Annual 
Meeting held in Rotterdam, Netherlands.  
 
This year we hosted approximately 400 attendees.  Our 
meeting theme was “Diversity in Biobanking: Embracing 
Differences, Harnessing Commonalities.” There were 15 
talks, in addition to workshops, poster discussions, and 
contributed papers sessions. Furthermore, we had a 
record number of abstracts accepted by the Program 
Committee. Exhibits were very successful and included: 

• 57 Booths 
• 49 Companies 
• 18 New Exhibiting companies 

 
The Self Assessment Tool for the 2nd version of ISBER’s 
Best Practices is available on the ISBER website 
(www.isber.org).   
 
Listed below are ISBER’s Working Groups: 

• Automated Repositories 
• Biorepository Funding and Promotion 
• Biospecimen Science 
• Clinical Biobanking  
• Environmental Biospecimens 
• Informatics 
• Informed Consent Procedures for the Collection of 

Biospecimens 
• Pharma – Academia 
• Rights to and Control of Human Tissue Samples 

 
We represent over 700 people (255 Individual Members 
and the Delegates and Alternate Delegates of 198 
Organizational Members) in 30 countries. 
 

James Douglas 
ISBER 

Chief Operating Officer 

ISBER Pharma - Academia Working Group  
 
The Pharma - Academia Working Group (PAWG) met on 
13 May 2010 during the ISBER Annual Meeting in 
Rotterdam. The PAWG has gathered considerable 
interest as evidenced by its membership as well as 
attendance at its meeting in Rotterdam. 
 
Attendees at the PAWG meeting actively discussed the 
intent and direction of the WG. The group recognized the 
importance of bringing pharma and academia closer 
together with emphasis on exchanging best practices, 
ensuring quality sample science and improving 
representation at ISBER and other biorepository 
meetings. 
 
Goals and assignments were discussed and included 1) 
developing a questionnaire to determine interests and 
best fit for Pharma repositories, 2) establishing face-to- 
face meetings between Pharma and advocates from 
academia and ISBER, 3) determining the best web 
‘forum’ for sharing scientific and operational information 
from PAWG. 
 

Joseph Kessler 
Vaccines and Biologics Lab, PPD 

Chair, ISBER Pharma - Academia Working Group 
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